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> ai1 20547342 I ref \ XP_113472 . 1 1 (XH_113472) hypothetical protein FLJ12838 [Homo sapiens] 
Length - 290 

Score - 526 bits (1354) , Expect « e-148 

Identities « 258/290 (88%), Positives ° 276/290 (94%) 

Query: 162 MKQKRSAS1GVLALSWYPPDASDENGEATDYLVPTILDKAHKYNLKVTFHIEPYSNRDDQ 221 

H+QKRSASIGVLALSVYPPD +DENGE TD LVPTILDKAHKYNLKVTTHIEPYSNRDDQ 
Sbjct: 1 HRQHRS AS I GVX ALS¥YPPDVNDENGEPTDNLWTI LDKAIDCYNLKVTFHI EPYSNRDDQ 60 

Query: 222 NMHQNVKY 1 1 D K YGNHP AF YRYKTPvHGHS LPHFYIYDSYI TKP KT¥ ANL L TPS G S QSVRG 281 

NH++NVKYI IDKYGNHPAFYRYKT+ G-M-LPHFY+YDSYITKP+ VANLLT SGS+S+R 
Sbjct: 61 NMYKNVKYI I DKYGNHP AF YRYKTKTGNALPHT YVYDS Y ITKPEKWAWLLTTSGSRS I RN 120 

Query: 282 SPYDGLFI ALLVXEKHKYDILQSGFDGIYTYFATNGFTYGSSHQNVNKLKSFCEKNNHIK 341 

SPYDGLFI ALLVEEKHKYDILQSGFDGIYTYFATNGFTYGSSHQN¥ LK FC+K N+IF 
Sbjct: 121 SPYDGLFIALLVEEKHKYDILQSGFDGI YTYFATNGFTYGSSHQNVASLKLFCDKYNLIF 180 

Query: 342 I P S VG P G Y I D TS I RP VNTQNTRNR I NGKYYEVGL S A AL QTQP S L I S I TS FNE VHE GTQ I E 401 

IPSVGPGYIDTS IPJVOTQNTRNRINGKYYE+GLSAALQT+PSL IS ITSFNEVHEGTQIE 
Sbjct: 181 I P SVG PGYIDTSIRP VNTQNTRNR I NGKY YE I G L S A AL QTRP S L I S I TS FNE VHEGTQ I E 240 

Query: 402 KAVP KRT ANTVYL D YRP HKP S L YL E I TRK¥S E K YS KE RUT Y AL D QQL P AS 451 

KAVPKRT+NTVYLDYRPHKP L YL E +TRKVS E KYS KE R TYALD+QLP S 
Sbjct: 2 41 KAVP KRTSNTV YL D YRP HKP GL YL E L TRKVS EK YS KE RATY AL D RQL P VS 290 
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> ail 1B031B78I crb) AAL07306.il D (AY048774) mandaselin short form [Homo sapiens] 
Length = 195 

Score - 49.7 bits (117), Expect = 9e-06 
Identities - 22/23 (95%) , Positives -'23/23 (99%) 

Query: 1 MRQMRS AS I GVL AL S ¥ YP P D VND 23 

MRQKRSAS IGVLALS¥YPPDVN+ 
Sbjct: 173 MRQMRSAS IGVLALSVYPPDVNE 195 



c 



>gi| 180318781 gb| AAL07306. 1| mandaselin short: form [Homo sapiens] 
MAKFRRRTC I IL ALF ILF IFSLMMGLKMLRPNTATFGAPFGLDLLPELHQRTIHLGKNFDFQKSDRINSE 
TNTKNL KS VE I TMKP S K AS E LNL D E L P P LNN YL HVF YYS ¥YGNP QF D GK Y I H¥NHP VL E H¥D P R I AKN YP 
QGRHNPPDDIGSSFYPELGSYSSRDPSVIETHHRQMRSASIGVLALS¥YPPDVNE 



Fig. 3 



1 ATGGCAAAGTTTCGGAGAAGGACTTGCATCATTTTGGCACTTTTTATTCTATTTATTTTCTCTCTGATGATGGGTTTAAAAATGCTGAGACCAAA 
3>MAKFRRRTC |l I L A L F I L F I F S L M M G ll K M [ R P N 



96 TA CAG CTACTTTT GGAGC T CCTTT TGGACTTGACCTTC TTCC AG AACTTCATCAACGAACTATTCATTTGGGGAAAAATTTTGATTTCCAAAAGA 

32> TATFGAPFGLDLLPELHQRT I HLGKNFDFQK 

191 GTGACA GAATC AACAGT GA AACAAATACCAAGAATTTAAAAAGTGTTGAAATCACTATGAAACCTTCCAAAGCCTCTGAACTTAACTTGGATGAA 
64 ► S D R I NSETNTKIML KSVE I TMKPSKASELNLDE 

286 CTACCACCTCTGAACAATT ATCTACATGTAT TTT ATTACAGTTGGTATGGAAATCCACAATTT G ATGGTAAATATATACATTGGAATCATCCAGT 
96 ►L PPL NNYL HVFYYSWYGNPQFDGKYI HWN HPV 

381 GTTAGAGCATTGGGACCCTAGAATAGCCAAGAATTATCCACAAGGGAGACACAACCCT CCAGAT GACATTGGCTCCAGCTTTTATCCTGAATTGG 

127 ► LEHWDPR1 AKNYPQGRHNPPDDI GSSFYPEL 
476 GAAGTTACAGTTCTCGG GATCCTTCTGTCATAGAAACTCA CATGA G ACAAATGCGCTC AGCTTCA ATTGGTGT ACT AGCCCT CTCTT 

159 ►G syssrdpsvi ethm r ~q m~~ r s a S 7 G V I A L s 

563 G GTACCCACCTGATGTAAAT GATG AAAATGGAG AACCT ACTG AT AACTTGGT ACCCACT ATTTTGG ATAAAGCTCATAAAT AT AACCTAAA 

lBB^W Y p p" D v n~ dengeptdnlvpti l d kahkynlk 

654 GGTTACTTTTCACATAGAACCATATAGCAATCGAGATGATCAAAACATGTACAAAAATGTCAAGTATATTATAGACAAATATGGAAATCATCCGG 
218 ► VTFH I EPYSNRDDQNMYKN VKY I I DKYGNHP 

749 CCTTTTACAGGTACAAGACGAAGACTGGCAATGCTCTTCCTATGTTTTATGTCTATGATTCCTATATTACCAAGCCTGAAAAATGGGCCAATCTG 
250>A FYRYKTKTGNAL PMFYVYDSY I TKPEKWANL 

844 TTAACCACCTCAGGGTCTCGGAGTATTCGCAATTCTCCTTATGATGGACTGTTTATTGCCCTTCTGGTAGAAGAAAAACATAAGTATGATATTCT 
282^LTTSGSRSI RN SPYDGLF I ALLVEEKHK YDI L 

939 TCAAAGTGGTTTTGATGGAATTTACACATATTTTGCCACAAATGGCTTTACTTATGGCTCATCACATCAGAATTGGGCTAGCCTAAAATTAATTT 
313 ► QSGFDGI YTYFATNGFTYGSSHQNWASLKL I 

1034 GTGATAAATACAACTTAATATTTATCCCAAGTGTGGGCCCAGGATACATAGATACCAGCATCCGTCCATGGAACACGCAAAACACTCGGAACCGA 
345^CDKYNL I Fl PSVGPGYI DTSI RPWNTQNTRNR 

1129 ATCAATGGGAAGTATTATGAAATTGGTCTGAGTGCCGCACTTCAGACACGCCCCAGCTTAATTTCTATCACCTCTTTTAATGAGTGGCATGAAGG 
377 ► I NGKYYEI GLSAALQTRPSL I S I TSFNEWH EG 

1224 AACT CAGATTGAAAAAGCTGTTCCCAAAAGAACCAGTAATACAGTGTACCTAGATTACCGTCCTCATAAACCAGGTCTTTACCTAGAACTGACTC 
408 ► TQI EKAVPKRTSNTVYLDYRPHKPGLYLELT 

1319 GCAAGTGGTCTGAAAAATACAGTAAGGAAAGAGCAACTTATGCATTAGATCGCCAGCTGCCTGTTTCTTAA 

440^R KWS EKYSKERAT YA L DRQL PVS 
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Fig. 5 



1 ATGGCAAAATTTCGAAGAAGGACCreC ATCCl^^ 

l^MA KF RRRTC |l LL SLF I L F I FSLMMG l| K M L W P 



9 S ACGCAGCATCCTTTGGACCTCCTTTTGGACTTGACCTCCTTCCAGAACTTCATCCACT 

32^N A A S FG P P FG L D L It P E L H P L N A H S GN K A D FQ.R 

189 GAGTGATAGAATCAACATGGAAACAAACACCAAGGCTTTAA 
63> SDRINMETNTKALKGAGMTVLPAKA SBVNIiE 

283 GAACTACCTCCTCTGAATTACTTTTTACATGCATTTTATTACAG 
9S> ELPPLNYFL HAFYYSWYGNPQFDGKYIH WNH 

377 CGGTCCTGGAACACTGGGACCCTCGGATAGCCAAGAACTATCCACAA 

126 ► P V L E H W D P R I A K N Y PQGQHS P PDD IGS S FY P E 

4 71 GTTAGGAAGTTACAGCTCTCGAGACCCTTCTGTCATAGAAACT 

157> LGSYSS RDPSVI ETHMKQMRSAS IGVLALSW 

565 TACCCACCTGATTCAAGGGATGACAATGGCX»AAGCTACTGATCACTTGGTG 

189 ^YPPDSRDDNGEATDHLVPTI LDKA H.KYNLK V 
659 CTTTTCACATAGAGCCATATAGCAATCGAGATGATCAAAACATGCATCAAAATAT 

220 ►TFH I EPYSNRDDQNMHQNI KY I I DKYGNHPAF 

753 TTATAGATACAAGACCAGGACTGGGCATTCTCTGCCCATGTTTTATGTCTATGA 

251 ► YRYKTRTG H.SLPMFYVYDSY I TKPTI W A N L L 

847 ACACCCTCCGGATCTCAGAGTGTTCGCAGTTCTCTTTATGATGGATTGTTTATTC 

283 ►TPSGSQSVRSSLYDGLFIALLtVBEKHKNDIL 

94 1 AGAGTGGTTTTGATGGTATTTACACATATTTTGCCACAAATGGCTTTACATATGGCTCA 

314 ►Q SGFDG I YTYFATNGFTYGSSHQNWNNLKS FC 

1035 TGAAAAGAACAACTTGATGTTTATCCCAAGTGTAGGCCCAGGATACATAGATACAAGCATCCGACCATGGA 
345^ EK NNLMFI PSVGPGYIDTSI RPWNT.QNTRNR 

1129 GTCAATGGGAAGTATTATGAAGTTGGTCTAAGTGCTGCACTCCAGACCCAC 
377 ► VNGKYYBVGLSAALQTHPSLiI S IT SFNE WHE 

1223 GAACTCAAATTGAAAAGGCTGTCCCCAAAAGAACTGCT 
408>G TQIEKAVPKRTANTIYLDYRPHKPSLYLELT 

1317 TCGAAAGTGGTCTGAAAAATTCAGTAAGGAAAGAATGAOGTATGCATTGGATCAACAGCAGC 
439 ► RKWSEK FSKBRMTYALDQQQPAS 
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Fig. 13 
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